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Protein higher-order structure (HOS) and dynamics are

essential to protein function.

Novel biophysical approaches play an important role in

developability assessment of monoclonal antibodies and are

an essential part of CMC strategies for the characterization of

new modalities.

Spectroscopic methods (NMR, FTIR, Raman, CD, etc), mass

spectrometric techniques (HDX-MS, FPOP, and HRPF), and

calorimetry-based methods continue to be essential parts of

the biophysical toolbox in both discovery and development

settings

Advanced tools such as CryoEM, SAXS, and AUC provide

detailed characterization of proteins and AAV products.
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