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Early stage mRNA
expression assay for
AAV gene therapy
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Opiimized: B 1.62 1.78 1.94 2.01 2.02 2.06 2.06 2.17 2.15 2.12 Sample mRNA MOA
C 165177 1.94 2 2.112.06 2.11 2.09 2.13 2.19 Expression RP RP
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Late-stage MOA biomarker gene regulation: leveraging research, building new models
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